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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: _Jo/o$2l^1 _ 

Source: 0\?f . 

Date Processed by STIC: 3\ftlofr _ 



T'-V 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PI FA«5F FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

5 ^ mCL^C^OPVoF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 

APPLICANT, WITH A NOTICE TO COMPLY or, 
2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 

FOR N c£ C SWMlS PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT ,WAX, 703- 308-4216. 
. PATENTIN 2.1 e-mail help: patin21helD@uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTTN 3.0 e-mail help: patin3help@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VFRSIQN 3.1 PROGRAM, ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.gov/web/offices/pa c/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there is 
a possibility that the disk/CD-Rom may have been affected by treatment given to a 1 mconung maiL . 
Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom _ 
Anv renlv including a ^nnence listing in ele c ^i,. fnrm should NOT be sent to the 2023 1 zip code addre fo die 
UnLdsiates Patent *nd Trademark Office ™t ea d should be sent via the following to the ,nd,cated addresses. 

1. FPs.R,o" "(<http://www.uspto.gov/ebc/efs/dow nloads/documents.htm> , EFS Submission 

User Manual - ePAVE) ^ ... 

2. U.S. Postal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3 " u!s.Paten^^ 

Sequence Information, Crystal Mall One, 191 1 South Clark Street, Arlington, VA 22202 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 

2011 South Clark Place, Arlington, V A 22202 ' , 

4. Federal Express, United Parcel Service, or other delivery service to! US. Patent an A I Tradeinwk Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 
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Does Not Comply 
Corrected Diskette Needed 

DATE: 03/13/2002 
RAW SEQUENCE LISTING ' \ - . 

PATENT APPLICATION : US/10/083 f 620 TIME: 15.12.14 

input Set : A:\Pdel0.app 

Output Set: N:\CRF3\03132002\J083620.raw 

3 <110> APPLICANT: Loughney, Kate 
5 <120> TITLE OF INVENTION: Phosphodiesterase 10 
7 <130> FILE REFERENCE: 27866/35308 
9 <140> CURRENT APPLICATION NUMBER: US/10/083 , 620 
10 <141> CURRENT FILING DATE: 2002-02-26 

12 <150> PRIOR APPLICATION NUMBER: 60/075,508 

13 <151> PRIOR FILING DATE: 1998-02-23 
15 <160> NUMBER OF SEQ ID NOS : 26 

17 <170> SOFTWARE: Patentln Ver. 2.0 

19 <210> SEQ ID NO: 1 

20 <211> LENGTH: 1548 

21 <212> TYPE: DNA 

22 <213> ORGANISM: Homo sapiens 

24 <220> FEATURE: 

25 <221> NAME/KEY: CDS 

26 <222> LOCATION: (26).. (1423) 

28 <400> SEQUENCE: 1 t cg tac 52 

29 cccaaggcca tctacctgga catcg atg gac gca ttc aga age ac^ ^g ^ 

30 ± 5 

S S III 5 £ S S S S S £ i S 5 S S 2 100 
I S 2 S S 2 5 2 £ K = = - £ 5 S £ " 8 

39 30 _ aa <- fta act ate eta 196 

41 

42 uya - 5Q 

43 45 „ ... ^^rr rrt-rr aaa att aag aaa 244 



OIPE 



£ S £ K 2 2 2 2 - = - = s 5 S S 

S 2 £ £ 2 = = = E = S « « = S s S 
S » 5 1 5 S S - 5 5 2 S 2 S S S S 

S = 5 2 = .S 2 5 S S £ 2 2 S = = 3 
S 5 2 £ 2 2 2 S 2 2 £ S 2 S S 2 £ 
S £ £ 2 £ £ B E 2 S S £ £ £ 2 - 3 
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RAW SEQUENCE LISTING TIME • V^-IT 

PATENT APPLICATION : US/10/083, 620 TIME. 15.12.14 

Input Set : A:\Pdel0.app 

Output Set: N:\CRF3\03132002\J083620.raw 

130 135 
11 ntt tea aaa III aat gag atg ctg age tgc ctg gag cac atg tac cac 484 
66 feu Z HI Pro Asn 111 Me? Leu Ser Cys Leu Glu His Met Tyr ex. 

69 gac etc ggg ctg gtc agg gac ttc age ate aac cot gtc acc etc agg 532 

70 Asp Leu Gly Leu Val Arg Asp Phe Ser lie Asn Pro Val Thr Leu Arg 
ti ISS 160 165 Kan 
n\ »„„ aa eta ttc tgc gtc cac gac aac tac aga aac aac ccc ttc cac 580 
?J Arg Trp Leu Phe Cys Val His Lp Asn Tyr Arg Asn Asn Pro Phe Hxs 



155 ' 160 165 

gtc cac 
Val His 
175 

77 ale ttc egg cac tgc ttc tgc gtg gec cag atg atg tac age atg gte 628 

78 Asn Phe Arg His Cys Phe Cys Val Ala Gin Met Met Tyr Ser Met Val 



190 195 200 

cag gag aag 
Gin Glu Lys 

83 205 „„ „ =+ . nan tac aac 724 



«i taa etc tac agt etc cag gag aag ttc tea caa acg gat ate ctg ate 676 
82 Trp Leu Cys Ser Leu Gin Glu Lys Phe Ser Gin Thr Asp lie Leu He 



11 feu Me? Thr SSL Axa lie Cys His Asp Leu Asp His Pro Gly Tyr Asn 

o7 2 20 22!> . ^ 

89 aac acg tac cag ate aat gec cgc aca gag ctg gcg gtc cgc tac aat 

90 Asn Thr Tyr Gin lie Asn Ala Arg Thr Glu Leu Ala Val Arg Tyr Asn 
qi 240 245 

93 gac ate tea ccg ctg gag aac cac cac tgc gec gtg gec ttc cag ate 

94 Asp lie Ser Pro Leu Glu Asn His His Cys Ala Val Ala Phe Gin lie 

255 260 z 



97 etc gec gag cct gag tgc aac ate ttc tec aac ate cca ect gat ggg 868 

98 Leu Ma 111 Pro Glu Cys Asn lie Phe Ser Asn He Pro Pro Asp Gly 

" ttc aag cag ate'ega cag gga ^ aca tta ate ttg gee act gac ,_ 916 



270 

III S£ "I S IS S S S « ijj Leu lie Leu hie Thr hsP 
Jus at, gca .,. HI ,0. .« atg at «t ttc aaa gag «. », gag 9.1 



S. £ S E K Glu ne Met Lp set Phe Lys Glu Lys Met Glu 

"9 aat ttt gec tec ago aac gag gag cac atg acc ct, ct, aa, at, att 1012 
Ho ftsn Phe Lp Tyr Ser Asu Glu Glu His Het Thr Leu Leu Lys Met lie 

£ 2 S aaa tgc tgt gat S tct aac gag gtc cgt cca atg gaa g 10,0 

s s s £ s vai £ s £ £ s c s £ a i £ 1108 

1 5 5 a S £ C E £ £ S S £ £ £ £ 5 1156 

IS S S a £ £ £ £ K £ £ 5 £ £ £ - « 1204 

127 380 385 
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HAW SEQUENCE LISTING ™B; 03/13/2002 

PATENT APPLICATION: US/10/083,620 TIME. 15.12.14 

Input Set : A:\Pdel0.app 

Output Set: N:\CRF3\03132002\J083620. raw 



1252 



i-ti- aaa aca qtq acc aag etc ttc ccc atg gtt gag 

ill s ;s - & 2 s; s u lys « «. «. « «i «. 

131 395 US to, aaa tec cga gat cgc tac gag gag 1300 

S III "e 2 2 2 Pre £ £ a" ser Jj '»P Ar, T,r - - 

s % c, 9 », z K S ... ffi «. 2 . ... ... .« r »« 

138 Leu Lys Arg lie Asp Asp Ala Met Lys Glu Leu bx y ^ 

S S 2 2 2 S S 2 S 2 2 S 5 5 1 2 5 " 96 

1 4 45 gtg aaa aac agt gaa gga gac tgt gec tgaggaaagc ggggggcgtg 1443 
14 6 Val Lys Asa Ser Glu Gly Asp Cys Ala 

\\\ g ctgcagttc°tggacgggct ggccgagctg cgcgggatcc ttgtgcggg aagagctgee 1503 
151 ctgggcacct ggcaccacaa gaccatgttt tctaagaacc atttt 

154 <210> SEQ ID NO: 2 

155 <211> LENGTH: 466 

156 <212> TYPE: PRT 

157 <213> ORGANISM: Homo sapiens 

159 <400> SEQUENCE: 2 val Ala He 

160 Met Asp Ala Phe Arg Ser Thr Pro Tyr Lys Val Arg ^ 



163 Lys Gin Leu Ser Glu Arg Glu Glu Leu lie Gin Ser Val Leu Ala Gin 
166 Val Ala Glu cfn Phe Ser Arg Ala Phe Lys lie Asn Glu Leu Lys Ala 
i 6 69 Glu Val Ala Asn His Leu Ala Val Leu Glu Lys Arg Val Glu Leu Glu 



i 7 7 °2 Gly Leu Lys Val Val Glu lie Glu Lys Cys Lys Ser Asp He Lys Lys 
175 Met Arg Glu Glu Leu A ? la Ala Arg Ser Ser Arg Thr Asn Cys Pro Cys 
m Lys Tyr ser Phe Leu Asp Asn His Lys Lys Leu Thr Pro arg Ar, Asp 
"ex val Pro Thr Z Pro Lys Tyr Leu Leu sar Pro Glu Thr He Glu .1, 
III Leu Arg Lys Pro Thr Phe Asp val Trp Leu Trp Glu Pro Asn Glu Met 
Leu ser Gys Leu Glu His Mel Tyr His Asp Leu Gly Leu v.l Ar, Asp 

1 SO -L 3 J 

S! Phe Ser lie Asn Pro Val Thr Leu Arg Arg Trp Leu Phe Cys Val His 



III Asp Asn Tyr Arg Asn Asn Pro Phe His Asn Phe Arg His Cys Phe Cys 
HI val Ala Gin Met Met Tyr Ser Met Val Trp Leu Cys Ser Leu Gin Glu 



III Lys Phe Ser Gin Thr Asp He Leu He Leu Met Thr Ala Ala He Cys 
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RAW SEQUENCE LISTING JATE: 03/13/2003 

PATENT APPLICATION : US/10/083,620 TIME: 15:12:15 

Input Set : A:\Pdel0.app 

Output Set: N:\CRF3\03132002\J083620.raw 



III His Asp Leu Asp His Pro Gly Tyr Asn Asn Thr Tyr Gin He Asn Ala 

205 III Thr Glu Leu Ala vfl Arg Tyr Asn Asp He Ser Pro Leu Glu Asn 

nc 245 ^50 

208 His His cys Ala Val Ala Phe Gin lie Leu Ala Glu Pro Glu Cys Asn 



260 265 



206 245 250 

208 
209 
211 

214 Met lie Thr Leu lie Leu Ala T^r Asp Met Ala Arg His Ala Glu He 
01* 9Q0 295 300 

217 Met Asp ser Phe Lys Glu Lys Met Glu Asn Phe Asp Tyr Ser Asn Glu 



211 lie Phe ser Asn lie Pro Pro Asp Gly Phe Lys Gin lie Arg Gin Gly 



280 



918 305 310 

Lys Met He Leu He 
330 

Met Glu Val Ala Glu 
345 

Met Gin Ser Asp Arg 
360 

s Met Asp Arg Asp Lys 

230 370 



220 Glu His Met Thr Leu Leu Lys Met He Leu He Lys Cys Cys Asp He 

325 33 ^ 
223 Ser Asn Glu Val Arg Pro Met Glu Val Ala Glu Pro Trp Val Asp Cys 
340 345 t 

Glu Tyr Phe Met Gin Ser Asp Arg Glu Lys Ser 

229 Leu Pro Val Ala Pro Phe Met IT P Arg Asp Lys Val Thr Lys Ala Thr 



232 Ala Gin He Gly Phe lie Lys Phe Val Leu He Pro Met Phe Glu Thr 

235 III Thr Lys Leu Phe III Met Val Glu Glu He Met Leu Gin Pro Leu 

405 410 
238 Trp Glu Ser Arg Asp Arg Tyr Glu Glu Leu Lys Arg He Asp Asp Ala 

42 5 



III Met Lys Glu ill Gin Lys' Lys Thr A^ Ser Leu Thr Ser Gly Ala Thr 

244 Glu Lys ser Arg Gly Arg Ser Arg Asp Val Lys Asn Ser Glu Gly Asp 

, t ^ A^S 4bU 

245 450 4bi 

247 Cys Ala 

248 465 

251 <210> SEQ ID NO: '3 

252 <211> LENGTH: 225 

253 <212> TYPE: DNA 

254 <213> ORGANISM; Homo sapiens 

5" tilt OTHER^INFORMATION : .t PO.Ulo„ 1», » ■» 

258 either A, T, G, or C. 

Ill ::^ccg?g E agaagtcaga aggccttcct gtggaaccgt tcatggaccg agacaaagtg 60 
263 accaaggcca cagcccagat tgggttcatc aagtttgccc tgatcccaat ^ttgaaaoa 120 

W-> 265 gtgaccaagn tcttccccat ggttgaggag atcatgctgc agccactttg ggaatcccga 180 

W--> 267 gatcgntacg aggagctgaa gcggntagat gacgccatga aagag 

270 <210> SEQ ID NO: 4 

271 <211> LENGTH: 158 

272 <212> TYPE: DNA 

273 <213> ORGANISM: Homo sapiens 
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RAW SEQUENCE LISTING DATE: 03/13/2002 

PATENT APPLICATION: US/10/083 , 620 TIME: 15:12:15 1 

Input Set : A:\Pdel0.app |\| v) \ 

Output Set: N:\CRF3\03132002\J083620.raw ^) 




275 <220> FEATURE: J) 

276 <223> OTHER INFORMATION: Nucleotides at positions L2, 56, bX* ana Luy 

277 either A, T, G , or C. 
279 <400> SEQUENCE: 4 

W -> 280 gtaccagatc antgcccgca cagagctggc ggtccg^ac aatgacatct caccgttgga 60 
W--> 282 ^gaccacca ctgcgccgtg gccttccaga tcctcgccga gcctgagtgn aacatcttct 120 

2 84 ccaacatccc acctgatggg ttcaagcaga tccgacag 

287 <210> SEQ ID NO : 5 

288 <211> LENGTH: 98 

289 <212> TYPE: DNA 

290 <213> ORGANISM: Homo sapiens 

292 ^220^ FEATURE " 

293 <223> OTHER INFORMATION: Nucleotides at positions 14, 22, and 50 are either 

294 A, T, C, or G. 

296 <400> SEQUENCE: 5 *a 
W~> 297 gagaacacca ctgngccgtg gncttccaga tcctcgccga gcctgagtgn aacatcttct 60 

299 ccaacatccc acctgatggg ttcaagcaga tccgacag 

302 <210> SEQ ID NO: 6 

303 <211> LENGTH: 418 

304 <212> TYPE: DNA 

305 <213> ORGANISM: Homo sapiens 

307 ^220^ FEATURE* 

308 <223> OTHER INFORMATION: Nucleotides at positions 1, 267, 352, 400, and 411 

309 are either A, T, G, or C. 
311 <400> SEQUENCE : 6 

W--> 312 nggttaactg gcgcatcttg tctttctctg agaacagcga tctggttatg gggcatttct 60 
314 gtctctaatg tcactgtctg ctgcattccc tgcagagcga ccgtgagaag tcagaaggcc 120 
316 ttcccgtggc cccgttcatg gaccgagaca aagtgaccaa ggccacagcc caggattggg 180 
318 tttcatcaag tttgtcctga tcccaatgtt tgaaacagtg accaagctct tccccatggg 240 
W--> 320 ttgagggaga ttcatgctgg cagccanttt ggggaatccc gaggattcgc tacgagggag 300 
W--> 322 cttgaagcgg gattaggatg gacggccatg gaaaggagtt ttacaggaag gnaggatttg 360 
W--> 324 acagttttga agttttgggg gggccaccga ggaagttccn ggaggaggag naggcaga 418 

327 <210> SEQ ID NO: 7 

328 <211> LENGTH: 428 

329 <212> TYPE: DNA ... 

330 <213> ORGANISM: Homo sapiens 

332 <2 2 0> FEATURE: . qo 

333 <223> OTHER INFORMATION: Nucleotides at positions 1, 82, vz, uu, j^u, 

334 and 396 are either A, T, G, or C. 
336 <400> SEQUENCE: 7 

W--> 337 nagaaaaaag tgaacaaaat ggttcttaga aaacatggtc ttgtggtgcc aggtgcccag 60 
W--> 339 ggagctcttc cctgcacaag gntcccgcgc antcggccag cccgtccaga actgcagcca 120 
W-> 341 cgccccccgn tttcctcagg cacagtctcc ttcactgttt ttcacatctc tgcttctctc 180 

343 tctggacttc tcggtggccc cagacgtcaa gctgtcagtc ttcttctgta actctttcat 240 

345 gggcgtcatc tatccgcttc agctcctcgt aggcgatctc ggggattccc aaagtgggct 300 
W--> 347 gcagcatgat cttcctcaac catggggggg aggagcttgg ggcactngtt ttcaaaaatt 360 
W-> 349 gggggatcag gggacaaact ttgattggan cccatnttgg ggcttttggg cctttggggc 420 

351 aatttttg 

354 <210> SEQ ID NO: 8 . 
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VERIFICATION SUMMARY DATE : 03/13/2002 

PATENT APPLICATION: US/10/08 3 f 620 TIME: 15:12:16 

Input Set : A:\Pdel0.app 

Output Set: N:\CRF3\03132002\J083620.raw 

L-9 M:270 C: Current Application Number differs, Replaced Current Application Number 
l!i0 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:265 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 3 
l!265 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 3 
l!265 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 3 

L:267 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 3 
L:267 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 3 
L:267 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 3 

L:280 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 4 
l!280 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 4 
L:280 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:4 

L:282 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID#:4 
L:282 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 4 
l!282 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:4 

L:297 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 5 
L-297 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 5 
L:297 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 5 

L:312 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 6 
L:312 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 6 
L:312 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 6 

L:320 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 6 
1^320 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 6 
L:320 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 6 

L:322 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 6 
L:322 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 6 
L:322 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 6 

L:324 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 6 
L:324 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 6 
-~ L: 324 M: 341 W: (46) "n" or "Xaa" used, for SEQ ID# : 6 

L:337 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID#:7 
L:337 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:7 
L:337 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 

L:339 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:339 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:7 
L:339 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 

L:341 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:341 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:7 
L:341 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 7 

L:347 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:347 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7 
L:347 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:7 

L:349 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 
L:349 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7 
L^349 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:7 

L:367 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 8 
L:367 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 8 
L:367 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 8 

L:371 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 8 
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VERIFICATION SUMMARY DATE : 03/13/2002 

PATENT APPLICATION : US/10/083,620 TIME: 15:12:16 

Input Set : A:\Pdel0.app 

Output Set: N:\CRF3\03132002\J083620.raw 

L:371 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 8 
L-371 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 8 

L-373 M-258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 8 

L ; 373 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 8 
L-373 M-341 W: (46) "n" or "Xaa" used, for SEQ ID# : 8 

L-377 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 8 

L:377 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 8 
L-377 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 8 

L-379 M-258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 8 

L:379 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:8 
L-379 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 8 

L-430 M-258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 11 

L^430 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:11 
L-430 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:11 

L-438 M:258 W: . Mandatory Feature missing, <221> not found for SEQ ID#:11 

l!438 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID#:11 
L-438 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:11 

L-440 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID#:11 
L-440 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 11 
L:440 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:11 
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